Key indicators: single-crystal X-ray study; T = 299 K; mean (C-C) = 0.004 Å; R factor = 0.042; wR factor = 0.116; data-to-parameter ratio = 14.5.
In the title compound, C 15 H 17 NO 2 S, the molecule is bent at the S atom, the C-SO 2 -NH-C torsion angle being 88.0 (2) . The dihedral angle between the two aromatic rings is 49.8 (1) . In the crystal, molecules are linked into zigzag chains parallel to the a axis via N-HÁ Á ÁO hydrogen bonds.
Related literature
For the preparation of the title compound, see: Shetty & Gowda (2005) . For our study of the effect of substituents on the structures of N-(aryl)-arylsulfonamides, see: Gowda et al. (2008 Gowda et al. ( , 2009 Gowda et al. ( , 2010 . For related structures, see : Gelbrich et al. (2007) ; Perlovich et al. (2006) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) x À 1; y; z. 
Comment
In the present work, as part of a study of the effect of substituents on the crystal structures of N-(aryl)-arylsulfonamides (Gowda et al., 2008 (Gowda et al., , 2009 (Gowda et al., , 2010 , the structure of N-(2,6-dimethylphenyl)-4-methylbenzenesulfonamide (I) has been determined. The molecule is bent at the S atom ( Fig. 1) with the C1-SO 2 -NH-C7 torsion angle of 88.0 (2)°, compared to the values of -51.6 (3)° in N-(phenyl)4-methylbenzenesulfonamide (II) (Gowda et al., 2009), -78.7 (2) (Gowda et al., 2008) and -61.0 (2) (Gowda et al., 2010) . (Perlovich et al., 2006; Gelbrich et al., 2007) .
In the crystal structure, the intermolecular N-H···O hydrogen bonds (Table 1) link the molecules into infinite zig-zag chains running parallel to the a-axis. Part of the crystal structure is shown in Fig. 2 . Experimental 4-Methylbenzenesulfonylchloride was obtained by treating the solution of toluene (10 ml) in chloroform (40 ml) with chlorosulfonic acid (25 ml) by the procedure reported earlier (Gowda et al., 2010 ). 4-Methylbenzenesulfonylchloride was then treated with 2,6-dimethylaniline in the stoichiometric ratio to obtain N-(2,6-dimethylphenyl)-4-methylbenzenesulfonamide.
The latter was recrystallized to constant melting point (110 °C) from dilute ethanol. The purity of the compound was checked and characterized by recording its infrared and NMR spectra (Shetty & Gowda, 2005) .
The prism like single crystals used in X-ray diffraction studies were grown in ethanolic solution by a slow evaporation at room temperature.
Refinement
The H atom of the NH group was located in a difference map and later restrained to N-H = 0.86 (1) Å. The other H atoms were positioned with idealized geometry using a riding model with C-H = 0.93-0.96 Å. All H atoms were refined with isotropic displacement parameters (set to 1.2 times of the U eq of the parent atom).
supplementary materials sup-2 Figures   Fig. 1 . Molecular structure of (I), showing the atom labelling scheme and displacement ellipsoids are drawn at the 50% probability level. 
N-(2,6-Dimethylphenyl)-4-methylbenzenesulfonamide
Crystal data 
Special details
Experimental. CrysAlis RED (Oxford Diffraction, 2009) Empirical absorption correction using spherical harmonics, implemented in SCALE3 ABSPACK scaling algorithm.
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
Refinement. Refinement of F

